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Chemoinformatics & Computational Drug Discovery Diploma
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1. Introduction to Chemoinformatics and Computational Drug Discovery
2. Chemo-informatics Databases and File Formats
3. Protein Sequence Alignment and Phylogenetic Analysis: A Comprehensive Guide

4. Gene Prediction and Protein-Protein Interaction (PPI): A Bioinformatics Approach
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Comprehensive Guide to Protein Structure Prediction, Visualization, and Evaluation
6. From Zero To Hero: Foundations of Molecular Docking and Virtual Screening

7. Pharmacophore Modeling, Virtual Screening, and Customized Development

8. 3D QSAR, Fragment-Based Drug Design, and Lead Optimization

9. Structural Interaction Fingerprinting (SIFT), Virtual Screening, and Cross-Target
Analysis

10. ADME/Tox Prediction and Personalized Medicine: Integrating Pharmacogenomics
and Pharmacodynamics

11. Density Functional Theory (DFT) Analysis, ADME/Tox Prediction, and Compound
Database Management

12. Molecular Dynamics Simulation: A Guide Using MOE & Schrédinger
13. Molecular Dynamics Simulations Using NAMD, VMD, and Colab: A Practical Guide

14. Capstone Project, Scientific Writing, Presentation Skills, and Collaboration in
Chemoinformatics
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